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Species Gene Symbol Gene ID GenBank Accession Transcript
Human DNMT3A 1788 BC043617 NM_022552
About the gene

Official Symbol DNMT3A

Previous Symbol -

Official Full Name | DNA methyltransferase 3 alpha

Synonyms -

Location 2p23.3
Gene Type protein-coding gene
Uniprot ID QI9Y6K1

Pathway/Library Epigenetic Regulators Related Genes Library

CpG methylation is an epigenetic modification that is important for embryonic development, imprinting,
and X-chromosome inactivation. Studies in mice have demonstrated that DNA methylation is required for
mammalian development. This gene encodes a DNA methyltransferase that is thought to function in de
novo methylation, rather than maintenance methylation. The protein localizes to the cytoplasm and
nucleus and its expression is developmentally regulated. Alternative splicing results in multiple transcript
variants encoding different isoforms.
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a. X TZ M, v LLU#EIET7 Endonuclease I (T7TEDZHAT %55E, HIFEIAMAEERIZHDNA, #EsgRNAJT HI BT 5147)
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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